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ErratumCross-Differentiation from the CD8 Lineage to
CD4 T Cells in the Gut-Associated Microenvironment
with a Nonessential Role of Microbiota
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(Cell Reports 10, Issue 4, February 3, 2015; pp 574–585)
In the originally published version of this article, although the results were correctly described in the text, the labels for the lower right
panel of Figure 6B had been mistakenly transposed during the preparation for final submission. The corrected figure is provided
below and now appears within the article online as well.
The authors apologize for any confusion the error may have caused.1844 Cell Reports 11, 1844–1845, June 23, 2015 ª2015 The Authors
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